Supplementary Table 4. WT_VEH_VEH - KO_VEH_VEH

Fold Change
14.45
10.45
8.23
7.44
7.20
7.03
6.99
6.47
6.12
6.08
5.77
5.63
5.58
5.43
5.36
5.22
5.22
4.86
4.82
4.71
4.66
4.38
4.29
4.23
4.06
4.00
3.94
3.94
3.83
3.82
3.68
3.63
3.61
3.59
3.56
3.51
3.47
3.46
3.44
3.41
3.38
3.34
3.26
3.20
3.17
3.16
3.15
3.13

Genbank
M18237
AW047343
Al849035
AW124134
Al845584
Al853412
Al853172
u88542
AV233977
D85926
U94828
AV320040
M80423
AA408617
X92842
L38444
u02487
Al153693
M87321
AF040242
AB012725
AF042798
AF045663
AB022022
AV371850
D45243
D87326
X13586
AV379327
AF022079
X16834
M19319
AV266447
AAB90149
X56602
J04946
AV323555
U81603
AB028920
AV371705
L36135
AA204579
M20824
AW125713
AAB00647
Al626975
X81143
AW122284

Description

immunoglobulin kappa chain variable 8 (V8)

D site albumin promoter binding protein

DNA segment, Chr 4, Wayne State University 53, expressed
ESTs

dual specificity phosphatase 6

RIKEN cDNA 1500011J06 gene

UDP-glucose ceramide glucosyltransferase

NK-3 transcription factor, locus 1 (Drosophila)

sec13-like protein

Sh3 domain YSC-like 1

regulator of G-protein signaling 16

neuroblastoma myc-related oncogene 1

putative; Mus castaneus IgK chain gene, C-region, 3' end.
EST03087 Mouse 7.5 dpc embryo ectoplacental cone cDNA
surfeit gene 6

T-cell specific GTPase

sarcospan

Zinc finger protein 275

teratocarcinoma-derived growth factor

nuclear dot gene; Mus musculus Sp100 gene, exon 8 and partial cds.
zinc finger protein 326

CDR3 region; Mus musculus immunoglobulin heavy chain gene
RAD9 homolog (S. pombe)

proteasome (prosome, macropain) 26S subunit, non-ATPase, 10
ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit
megakaryocyte-associated tyrosine kinase

germ cell-specific gene 2

2,3-bisphosphoglycerate mutase

EST

distal-less homeobox 6, antisense

lectin, galactose binding, soluble 3

cytochrome P450, family 2, subfamily a, polypeptide 4

vacuolar protein sorting 35

RIKEN cDNA 1700112N14 gene

interferon-stimulated protein

angiotensin converting enzyme

TOB3

eyes absent 2 homolog (Drosophila)

A kinase (PRKA) anchor protein 8

farnesyl diphosphate synthetase

Mus musculus germline T cell receptor delta chain, C region, exon 4.
viral hemorrhagic septicemia virus(VHSV) induced gene 1
transformed mouse 3T3 cell double minute 1

RIKEN cDNA 4930555L03 gene

DNA segment, Chr 4, ERATO Doi 174, expressed

RIKEN cDNA 2810013E07 gene

Unknown

Mus musculus, clone IMAGE:4972955, mRNA



3.13
3.12
3.04
3.04
3.03
2.98
2.97
2.95
2.92
2.85
2.85
2.82
2.78
2.78
2.75
2.75
2.74
2.74
2.69
2.67
2.65
2.64
2.64
2.63
2.62
2.62
2.62
2.60
2.58
2.57
2.56
2.55
2.55
2.52
2.50
2.48
2.48
2.46
2.44
2.43
2.42
2.42
2.4
2.4
2.40
2.33
2.31
2.31
2.30
2.25
2.21

AV124943
AA061133
Al835016
AJ010015
AV087499
M89800
AF083464
AV351558
U60091
AW122039
X14770
AV239611
AF013282
AF077861
X67210
M64248
AV349152
AA986718
AV341298
AF073523
M55617
AJ007971
M65027
AV050090
Al844130
AW046638
U51992
AB012276
AW122957
AJ007972
AW124129
AW047710
M33036
D16250
AW123628
M77196
AF109906
AA914345
Y17709
AV063528
J04696
AAT733594
X64837
AV233274
W41560
AW048729
AA275196
AV311953
AV380924
Al853079
AJ012569

Zinc finger protein 275

breast carcinoma amplified sequence 3

Hermansky-Pudlak syndrome 4 homolog (human)
myelodysplasia syndrome 1 homolog (human)

extracellular matrix protein 1

wingless-related MMTYV integration site 6

REV3-like, catalytic subunit of DNA polymerase zeta RAD54 like
yes-associated protein

transporter 2, ATP-binding cassette, sub-family B (MDR/TAP)
coronin, actin binding protein 1A

retinal degeneration, slow (retinitis pigmentosa 7)

AV239611 RIKEN full-length enriched, 10 day neonate skin Mus musculu
T-box 14

3' region; Mus musculus helix-loop-helix protein 1d2 gene, 3' region.
expressed sequence AU044919

apolipoprotein A-IV

regulator of G-protein signaling 16

alanine-glyoxylate aminotransferase

AV341298 RIKEN full-length enriched, adult male olfactory bulb
RAD1 homolog (S. pombe)

mast cell protease 4

interferon-inducible GTPase

glycoprotein 49 A

methylenetetrahydrofolate dehydrogenase (NAD+ dependent)
RIKEN cDNA 2510022D24 gene

RIKEN cDNA 4933412D19 gene

interferon dependent positive acting transcription factor 3 gamma
activating transcription factor 5

RIKEN cDNA 5730434B08 gene

interferon-g induced GTPase

RIKEN cDNA 2410142K10 gene

zinc finger protein 312

Unknown

bone morphogenetic protein receptor, type 1A

RIKEN cDNA 0610010K14 gene

CEA-related cell adhesion molecule 1

Unknown

interferon-inducible GTPase

frizzled homolog 9 (Drosophila)

ESTs

glutathione S-transferase, mu 2

RIKEN cDNA 4632428N09 gene

ornithine aminotransferase

PTK2 protein tyrosine kinase 2

Mus musculus 8 days embryo whole body cDNA

hypothetical protein E430023120

RIKEN cDNA 2610201A12 gene

high mobility group AT-hook 1

bone gamma-carboxyglutamate protein 2

transmembrane protein 5

calcium channel, voltage-dependent, T type, alpha 1G subunit



217
2.16
2.1
2.10
2.10
2.09
2.06
2.06
2.06
2.04
2.00
1.98
1.96
1.95
1.95
1.94
1.93
1.93
1.92
1.90
1.88
1.88
1.84
1.83
1.82
1.82
1.82
1.82
1.81
1.80
1.80
1.78
1.78
1.77
1.75
1.74
1.73
1.73
1.73
1.71
1.70
1.70
1.68
1.68
1.68
1.67
1.66
1.66
1.66
1.65
1.63

AV320880
AABG6768
AAB71791
D63357
M64863
AW046194
AW228840
AW122115
AF020184
M65034
U73941
Al849615
X63535
X63100
Y07836
AA967624
Al841996
AW122625
AF047542
M22832
M58588
AV241638
Al021175
U92454
AB024004
Al849126
X55573
Al845882
AF080580
Al843968
D45203
M74516
AW049275
Al844396
D13543
AWO060765
M23236
M29464
219521
Al836446
X70920
J03482
AB033168
u55060
U50631
Al852838
X54327
Al852694
u91848
Al841894
AA692530

nuclear receptor subfamily 5, group A, member 1
ESTs

RIKEN cDNA 1300003D03 gene

regenerating islet-derived 3 alpha

cytochrome P450, family 17, subfamily a, polypeptide 1
hypothetical protein MGC37309

RIKEN cDNA D030029J20 gene

RIKEN cDNA 4933427L07 gene

frequenin homolog (Drosophila)

fatty acid binding protein 2, intestinal

Rap2 interacting protein

growth arrest specific 5

AXL receptor tyrosine kinase

gap junction membrane channel protein alpha 7
basic helix-loop-helix domain containing, class B2
ATP-binding cassette, sub-family C (CFTR/MRP), member 8
hypothetical protein MGC30562

Mus musculus, Similar to PTD015 protein
cytochrome P450, family 2. subfamily c, polypeptide 37
Mus musculus cytokeratin (endoB) gene, complete cds.
kallikrein B, plasma 1

RIKEN cDNA 2810423019 gene

RIKEN cDNA A430104N18 gene

WW domain binding protein 5

Zinc finger protein 118

protein phosphatase 1, regulatory (inhibitor) subunit 7
brain derived neurotrophic factor

acylphosphatase 1, erythrocyte (common) type
demethyl-Q 7

glyceronephosphate O-acyltransferase

DNA segment, human D4S114

GA repeat binding protein, beta 1

dual specificity phosphatase 12

RIKEN cDNA 3110038L01 gene

polymerase (DNA directed), alpha 1

RIKEN cDNA 4833412C19 gene

precursor; Mouse proline-rich protein (M14) gene
platelet derived growth factor, alpha

low density lipoprotein receptor

ribosome binding protein 1

M.musculus Ly-6G.1 gene for neurotoxin homologue, exons 1-3.
Mouse histone H1 gene, complete cds.

ZAP3 protein

lectin, galactose binding, soluble 9

heat-responsive protein 12

maternally expressed gene 3

glutamyl-prolyl-tRNA synthetase

RIKEN cDNA 1700030G05 gene

clathrin, light polypeptide (Lca)

DNA segment, Chr 12, ERATO Doi 647, expressed
RIKEN cDNA 4930564D15 gene



1.62
1.62
1.61
1.60
1.60
1.59
1.58
1.58
1.58
1.58
1.58
1.57
1.56
1.56
1.55
1.55
1.55
1.54
1.54
1.54
1.53
1.53
1.53
1.53
1.53
1.53
1.52
1.51
1.51
1.50
1.50
-1.50
-1.51
-1.51
-1.52
-1.52
-1.53
-1.53
-1.53
-1.53
-1.54
-1.55
-1.56
-1.56
-1.56
-1.56
-1.57
-1.57
-1.57
-1.57
-1.57

U35623
AV319225
AF032128
AF095905
Al037493
AV080003
Al847631
Y12293
M13352
AW122195
M29260
AWO047907
AW047643
Al850285
AF033353
D83033
AAB67655
AW049812
AV303935
AF003348
M57626
AW121839
Al854226
AV062363
AJ238894
Al849416
Al850087
X56135
X55316
Al020542
AF084524
AF069542
AWO060510
AF032967
AWO046579
Al839702
M25558
AF027570
AlB37679
AW121613
AW123618
AB024521
AlB46315
AJ222800
AW122615
AF022072
AW122970
AWO049360
X60664
AW046452
Al843631

myeloid cell leukemia sequence 1

heat shock protein 4

ornithine decarboxylase antizyme inhibitor

claudin 3

RIKEN cDNA 4432405K22 gene

immunoglobulin heavy chain (J558 family)

calcium regulated heat stable protein 1

Mus musculus lun gene, exon 1 (and joined CDS).

thymidylate synthase; Mouse thymidylate synthase gene, exon 7.
RIKEN cDNA 2610019N13 gene

Mouse histone 1-0 gene, 5' end, and promoter region.

RIKEN cDNA 1110025H10 gene

ESTs

ring finger protein 44

ubiquitin-like 1

nuclear protein 220

RIKEN cDNA 2610016F04 gene

RIKEN cDNA 1110018N24 gene

Mus musculus 10 day old male pancreas cDNA

Niemann Pick type C1

mast cell protease 6

golgi associated, gamma adaptin ear containing, ARF binding protein 2
Ul-M-BHO0-ajz-f-10-0-Ul.s1 NIH_BMAP_M_S1 Mus musculus cDNA
synuclein, gamma

acyl-Coenzyme A thioesterase 3, mitochondrial

Mus musculus mRNA, up-regulated by FUS-ERG, 3' region

Mus musculus, clone MGC:37981 IMAGE:5137303, mRNA, complete cds
prothymosin alpha

nuclear transcription factor-Y beta

splicing factor 3a, subunit 3, 60kDa

cellular repressor of E1A-stimulated genes

inhibitor of kappaB kinase gamma

RIKEN cDNA C230093N12 gene

RIKEN cDNA 1700062C23 gene

F-box only protein 3

copper chaperone for superoxide dismutase

glycerol-3-phosphate dehydrogenase

Tnf receptor-associated factor 2

ORM1-like 3 (S. cerevisiae)

UI-M-BH2.2-aog-d-12-0-Ul.s1 NIH_BMAP_M_S3.2 Mus musculus cDNA
frizzled homolog 2 (Drosophila)

limitin

RIKEN cDNA 2410022L05 gene

sphingomyelin phosphodiesterase 2, neutral

RIKEN cDNA 4930479F 15 gene

growth factor receptor bound protein 10
UI-M-BH2.1-a0z-h-06-0-Ul.s2 NIH_BMAP_M_S3.1 Mus musculus cDNA
UI-M-BH1-ane-a-10-0-Ul.s1 NIH_BMAP_M_S2 Mus musculus cDNA
phosphodiesterase 6A, cGMP-specific, rod, alpha

cDNA sequence BC006874

excision repair cross-complementing rodent repair deficiency



-1.58
-1.58
-1.58
-1.58
-1.58
-1.59
-1.59
-1.59
-1.60
-1.60
-1.60
-1.61
-1.61
-1.61
-1.61
-1.61
-1.61
-1.61
-1.64
-1.65
-1.65
-1.66
-1.67
-1.67
-1.67
-1.67
-1.68
-1.68
-1.68
-1.69
-1.69
-1.69
-1.69
-1.69
-1.70
-1.70
-1.71
-1.72
-1.73
-1.74
-1.75
-1.75
-1.76
-1.78
-1.78
-1.79
-1.79
-1.80
-1.82
-1.82
-1.83

X78709
AV089967
U13262
L12460
D28117
Al851013
AF043514
AF011450
AA797604
AV139831
AA388099
AAG67128
Al506285
D29639
AW214164
X62772
AW122948
AF020039
AV218205
u57325
Y13637
AF060565
AW049497
AF070988
AJ010305
AJ130977
D26352
u66918
AW125222
Z37107
AW050256
u54643
X16301
Y09335
D86609
AW120734
Al607332
Al844780
AA790056
D50031
AW122599
AA980164
J02652
AlB837246
AJ132889
L38248
AA710643
X16426
AV274713
Al043016
Al850753

nuclear factor, erythroid derived 2,-like 1

lymphocyte antigen 6 complex, locus D

myelin basic protein expression factor 2, repressor

protein kinase, cGMP-dependent, type Il

protein phosphatase 1A, magnesium dependent, alpha isoform
RIKEN cDNA 9130020K17 gene

phosphomannomutase 2

procollagen, type XV

angiopoietin-like 4

AV139831 Mus musculus C57BL/6J 10-11 day embryo Mus musculus
DNA segment, Chr 7, Wayne State University 128, expressed
replication factor C (activator 1) 5

coagulation factor X

L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain

RIKEN cDNA 3110002K08 gene

apolipoprotein A-l

similar to high-glucose-regulated protein 8

isocitrate dehydrogenase 1 (NADP+), soluble

cystatin C

presenilin 2

Mus musculus CD70 gene, exon 1 & 2 & joined CDS.

RW1 protein

DNA segment, Chr 16, Brigham & Women's Genetics 1547 expressed
wingless related MMTYV integration site 2b

smoothelin

ariadne ubiquitin-conjugating enzyme E2 binding protein homolog 1
Mus musculus gene for spot35/calbindin-D28k

short stature homeobox 2

RIKEN cDNA A530057M15 gene

epoxide hydrolase 2, cytoplasmic

tubulin, beta 3

tubby candidate gene

M.musculus RNA for 18.8 family from nasopharyngeal carcinoma tumour.
ketohexokinase

RNA polymerase 1-3

UI-M-BH2.3-any-b-11-0-Ul.s1 NIH_BMAP_M_S3.3 Mus musculus
RIKEN cDNA 4631434019 gene

RIKEN cDNA C330008I15 gene

Mus musculus 4 days neonate male adipose cDNA

trans-golgi network protein 1

butyrate-induced transcript 1

SPARC related modular calcium binding 2

malic enzyme, supernatant

Ul-M-AK0-add-g-03-0-Ul.s1 NIH_BMAP_MHY Mus musculus cDNA
kinesin family member 9

LIM homeobox protein 3

proteasome (prosome, macropain) 26S subunit, non-ATPase, 11
unnamed protein product; Mouse MHC (Qa) Q10-k gene for class | antige
glycosylphosphatidylinositol specific phospholipase D1

ring finger protein 2

Mus musculus 2 days neonate thymus thymic cells cDNA



-1.83
-1.84
-1.85
-1.86
-1.86
-1.86
-1.86
-1.87
-1.87
-1.87
-1.90
-1.90
-1.91
-1.91
-1.92
-1.92
-1.92
-1.93
-1.93
-1.94
-1.95
-1.95
-1.96
-1.97
-1.98
-2.00
-2.00
-2.06
-2.07
-2.08
-2.08
-2.08
-2.08
-2.12
-2.13
-2.15
-2.15
-2.16
-217
-217
-2.18
-2.19
-2.25
-2.26
-2.28
-2.31
-2.31
-2.32
-2.33
-2.34
-2.35

AW125649
Al844417
D50430
X61800
AW046273
AF084575
L28836
AV104178
X84235
AV347226
L11163
Al854863
AV 149482
AW124470
u32170
AF072757
AW060684
X52129
L41631
Al181257
Al255353
D29763
AV217463
M61007
Al840971
AW121774
us0712
AA958903
AA960603
AWO047083
AV291007
AW260761
AF030513
Al846289
Al648018
U61362
AB027290
M84487
X66225
AlB47513
u09010
D16503
Al326963
M64429
Al841705
AAB22174
Al844355
X61431
U14390
Al121796
ABO00777

UI-M-BH2.2-aqi-b-03-0-Ul.s1 NIH_BMAP_M_S3.2 Mus musculus
leucine zipper domain protein

glycerol phosphate dehydrogenase 1, mitochondrial
CCAAT/enhancer binding protein (C/EBP), delta

RIKEN cDNA 0610009116 gene

adaptor-related protein complex 3, sigma 1 subunit

Mus musculus peroxisome membrane protein (PMP70) gene
serine (or cysteine) proteinase inhibitor, clade A, member 6
sialyltransferase 8 (alpha-2, 8-sialyltransferase) A

RIKEN cDNA 1810013H02 gene

acyl-Coenzyme A dehydrogenase, short chain

RIKEN cDNA 1200015A22 gene

Sh3kbp1 binding protein 1

transmembrane 4 superfamily member 7

regucalcin; Mus musculus senescence marker protein-30 (SMP30)
solute carrier family 27 (fatty acid transporter), member 2
UI-M-BH1-anl-e-02-0-Ul.s1 NIH_BMAP_M_S2 Mus musculus
t-complex protein 11

putative; Mus musculus glucokinase gene, complete cds.
RIKEN cDNA 1300019N10 gene

tyrosine aminotransferase

seizure related gene 6

RIKEN cDNA 2610029G23 gene

CCAAT/enhancer binding protein (C/EBP), beta

brain protein 17

UI-M-BH2.3-aoe-f-12-0-Ul.s1 NIH_BMAP_M_S3.3 Mus musculus
chemokine (C-C motif) ligand 12

ESTs

Mus musculus Brf2 gene, 3' UTR

DNA segment, Chr 19, Wayne State University 162, expressed
ornithine aminotransferase

DNA segment, Chr 14, University of California at Los Angeles 2
retinol dehydrogenase 6

casein kinase 1, delta

RIKEN cDNA 2610207116 gene

transducin-like enhancer of split 1, homolog of Drosophila E(spl)
RAB9, member RAS oncogene family

vascular cell adhesion molecule 1

retinoid X receptor gamma

RIKEN cDNA 0610007P06 gene

Mus musculus BALB/c mannose-binding protein A (Mbl1) gene, exon 5
DNA binding nuclear protein; Mus musculus mRNA for LEF-1S
angiopoietin-like 4

Braf transforming gene

acetyl-Coenzyme A acyltransferase 1

hydroxysteroid (17-beta) dehydrogenase 11

RIKEN cDNA 2310042G06 gene

diazepam binding inhibitor

aldehyde dehydrogenase family 3, subfamily A2

cytoskeleton associated protein 2

cryptochrome 1 (photolyase-like)



-2.38 AJ003007 dystrobrevin, beta

-2.39 AA709672 Mus musculus, clone IMAGE:3375769, mRNA, partial cds
-2.41 X69722 insulin receptor substrate 1

-2.42 AJ011864 RIKEN cDNA 1300002P22 gene
-2.44 AV261084 histone 1, H2bc

-2.48 D49429 calcium binding protein

-2.48 AV305295 prolactin regulatory element binding
-2.49 AF006688 acyl-Coenzyme A oxidase 1, palmitoyl
-2.50 U62650 expressed sequence AU044919

-2.50 Al846549 RIKEN cDNA 2610019F03 gene
-2.52 Al841884 UDP-N-acetyl-alpha-D-galactosamine
-2.52 AA511245 EST

-2.54 M59811 thyrotropin releasing hormone receptor

-2.55 uo01170 Mus musculus 129SV carnitine palmitoyltransferase Il gene, exon 5.
-2.58 M86183 Unknown

-2.59 AF071068 dopa decarboxylase

-2.60 D16333 coproporphyrinogen oxidase

-2.62 X03669 Mouse rearranged gene for T-cell receptor alpha chain V-J (BDFL 1)
-2.64 C78535 ESTs

-2.65 AV060123 expressed sequence Al428936

-2.66 Y10221 M.musculus cyp4a12 gene, exons 10 & 11 (joined CDS).

-2.67 u34042 tolloid-like

-2.68 u83148 Mus musculus NFIL3/E4BP4 transcription factor mMRNA, complete cds.
-2.72 Y15003 Unknown

-2.73 Al844043 RIKEN cDNA 0610010120 gene

-2.74 L03353 CD3 antigen, zeta polypeptide

-2.75 M80206 poliovirus receptor-related 2

-2.80 X85983 carnitine acetyltransferase

-2.84 AW049193 hypothetical protein D130005A03

-2.85 U95826 cyclin G2

-2.87 u18424 macrophage receptor with collagenous structure

-2.90 Al840118 reticulon 4

-2.90 M18208 pancreatic polypeptide

-2.90 X89998 hydroxysteroid (17-beta) dehydrogenase 4

-2.91 Al844846 2,4-dienoyl CoA reductase 1, mitochondrial

-2.91 AW049642  RIKEN cDNA 2610017J04 gene
-2.94 AI839690 cytochrome b5 reductase 1 (B5R.1)

-2.95 L33779 Unknown

-2.98 V00835 Mouse gene for Metallothionein-I (three exons).

-2.99 AAG19442 popeye 3

-3.00 Y18298 CUG triplet repeat,RNA binding protein 2

-3.00 AW120586 UI-M-BH2.3-anx-a-01-0-Ul.s1 NIH_BMAP_M_S3.3 Mus musculus
-3.00 U09563 nuclear receptor subfamily 6, group A, member 1

-3.02 K02236 metallothionien II; Mouse metallothionein Il (MT-II) gene.

-3.03 X98456 Unknown

-3.04 AF084482 Wolfram syndrome 1 homolog (human)
-3.04 Al787183 RIKEN cDNA 0610011104 gene

-3.10 X71788 Burkitt lymphoma receptor 1
-3.12 AV365838 ribosomal protein L3
-3.16 Y10971 M.musculus mRNA for odorant binding protein la, partial.

-3.23 U36576 nuclear factor of activated T-cells, cytoplasmic 2



-3.25
-3.27
-3.31
-3.32
-3.32
-3.32
-3.33
-3.38
-3.39
-3.44
-3.47
-3.48
-3.51
-3.53
-3.54
-3.56
-3.63
-3.64
-3.66
-3.69
-3.69
-3.71
-3.71
-3.74
-3.76
-3.84
-3.92
-4.04
-4.04
-4.15
-4.17
-4.18
-4.21
-4.24
-4.31
-4.35
-4.39
-4.41
-4.44
-4.45
-4.46
-4.52
-4.52
-4.61
-4.66
-4.67
-4.79
-5.06
-5.11
-5.18
-5.41

u15977
AF053974
u83509
Al648091
AF090317
X78197
LO7803
U12791
AF093669
Al840013
V00833
AV027834
AF030343
AA408838
Al461631
M97516
AV144516
Al527612
AB014494
AF011385
AV263736
Al326288
ABO017112
AW046184
AV268095
U34293
Al853682
C76765
AA793993
AW061318
AF062076
U37531
Al840191
AJ002521
X79214
AV174603
AW012588
D50032
214050
X15592
Y12577
X87612
746299
U51335
X78989
Al843141
AV379830
AJ132098
AW226939
AW226939
AW048937

fatty acid Coenzyme A ligase, long chain 2

SWAP complex protein

angiopoietin

ESTs

cytochrome P450, family 8, subfamily b, polypeptide 1
transcription factor AP-2 beta

thrombospondin 2

aligns with residue 370 of the rat mitochondrial HMG CoA synthase
peroxisomal biogenesis factor 11a

peroxisomal delta3, delta2-enoyl-Coenzyme A isomerase

Mus musculus E-alpha gene for immune response gene E-alpha, exon 1
cytochrome P450, family 1, subfamily a, polypeptide 1

enoyl coenzyme A hydratase 1, peroxisomal

RIKEN cDNA D630020N23 gene

RIKEN cDNA 1110025G12 gene

Mus musculus alpha-2 adrenergic receptor gene, complete cds.
RNA polymerase |l transcriptional coactivator

RIKEN cDNA 2810407L07 gene

aryl hydrocarbon receptor nuclear translocator-like
decidual/trophoblast prolactin-related protein

reelin

mi41b01.x1 Stratagene mouse testis (#937308) Mus musculus cDNA
Mus musculus mCAC gene, complete cds.

RIKEN cDNA 2410141K03 gene

integrin, alpha E, epithelial-associated

Mus musculus gastrin gene, complete cds.

RIKEN cDNA 2700022J23 gene

ESTs

developmental pluripotency associated 4

CUG triplet repeat,RNA binding protein 2

serine/threonine kinase 16

salivary apomucin; Mus musculus mucin apoprotein mRNA, complete cds
RIKEN cDNA 2210409B22 gene

myosin, heavy polypeptide 2, skeletal muscle, adult
M.musculus (129/SvE) U1-C gene, clone mC-c122.

copper chaperone for superoxide dismutase

hypothetical protein MGC29978

trans-golgi network protein 2

M.musculus gene for dodecenoyl-CoA delta-isomerase, exons 1 and 2.
cytotoxic T lymphocyte-associated protein 2 beta

ARF-like 4 protein; Mus musculus Arl4 gene.
ADP-ribosyltransferase 2b

sperm autoantigenic protein 17

GATA binding protein 6

testis derived transcript

EST AA437972

RIKEN cDNA 5033402L14 gene

Unknown

carboxylesterase 3

carboxylesterase 3

cyclin-dependent kinase inhibitor 1A (P21)



-5.48
-5.61
-5.66
-5.78
-6.05
-6.06
-6.21
-6.36
-6.96
-7.09
-7.16
-7.21
-7.51
-7.87
-8.03
-8.45
-9.46
-9.95
-10.31
-11.50
-13.50
-20.63
-30.22
-57.66

AW045218
Al530403
AF045017
Al553024
M95604
AF066075
M29475
D88791
Z31359
M60778
X98848
AV242863
AV094683
M30208
AV318871
Al849939
AW047688
AV228768
AB017270
M81342
Al647548
AW123567
Y11638
AB018421

filamin, alpha

acetyl-Coenzyme A acyltransferase 1

forkhead box C1

vf37906.y1 Soares mouse NbMH Mus musculus cDNA clone
snail homolog 1 (Drosophila)

Mus musculus parathyroid hormone precursor (Pth) gene
recombination activating gene 1

cysteine-rich protein 3

neoplastic progression 2

integrin alpha L
6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1
AV242863 RIKEN full-length enriched, 0 day neonate head Mus musculus
origin recognition complex, subunit 2-like (S. cerevisiae)

Ig mu-chain precursor D-J1 region

Sjogren syndrome antigen A2

HIF-1 responsive RTP801

RIKEN cDNA 0610039N19 gene

ESTs, Moderately similar to hypothetical protein FLJ20397
transmembrane protein with EGF-like and two follistatin-like domains 2
fibroblast growth factor receptor 3

ESTs

Mus musculus, Similar to RIKEN cDNA 2010000G05 gene
Unknown

cytochrome P450, family 4, subfamily a, polypeptide 10



